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<213> Homo sapiens 
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<221> misc_feature 

<223> Incyte ID No: 2515666CB1 

<400> 2 

cagccattac aaccctgcca atctcaagca cctgcctcta cagttggtac agatggcatt 60 

gtcccagtct gttcccttct cggccacaga gcttctcctg gcctctgcca tcttctgcct 120 

ggtattctgg gtgctcaagg gtttgaggcc tcgggtcccc aaaggcctga aaagtccacc 130 

acagccatgg ggctggccct tgctcgggca tgtgctgacc ctggggaaga acccgcacct 240 

ggcactgtca aggatgagcc agcgctacgg ggacgtcctg cagatccgca ttggctccac 3 00 

gcccgtgctg gtgctgagcc gcctggacac catccggcag gccctggtgc ggcagggcga 3 60 

cgatttcaag ggccggcctg acctctacac ctccaccctc atcactgatg gccagagctt 420 

gaccttcagc acagactctg gaccggtgtg ggctgcccgc cggcgcctgg cccagaatgc 430 

cctcaacacc ttctccatcg cctctgaccc agcttcctca tcctcctgct acctggagga 540 

gcatgtgagc aaggaggcta aggccctgat cagcaggttg caggagctga tggcagggcc 600 

tgggcacttc gacccttaca atcaggtggt ggtgtcagtg gccaacgtca ttggtgccat 660 

gtgcttcgga cagcacttcc ctgagagtag cgatgagatg ctcagcctcg tgaagaacac 720 

tcatgagttc gtggagactg cctcctccgg gaaccccctg gacttcttcc ccatccttcg 730 

ctacctgcct aaccctgccc tgcagaggtt caaggccttc aaccagaggt tcctgtggtt 840 

cctgcagaaa acagtccagg agcactatca ggactttgac aagcacagca agaaggggcc 900 



2 



• ♦ 



PF-0802 US 



tagagccagc ggcaacctca tcccacagga gaagattgtc aaccttgtca atgacatctt 960 

tggagcagga tttgacacag tcaccacagc catctcctgg agcctcatgt accttgtgac 1020 

caagcctgag atacagagga agatccagaa ggagctggac actgtgattg gcagggagcg lOP-0 

gcggccccgg ctctctgaca gaccccagct gccctacttg gaggccttca tcctggagac 1140 

cttccgacac tcctccttct tgcccttcac catcccccac agcacaacaa gggacacaac 1200 

gctgaatggc ttctacatcc ccaagaaatg ctgtgtcttc gtaaaccagt ggcaggtcaa 1260 

ccatgaccca gagctgtggg aggacccctc tgagttccgg cctgagcggt tcctcaccgc 1320 

cgatggcact gccattaaca agcccttgag tgagaagatg atgctgtttg gcatgggcaa 13*0 

gcgccggtgt atcggggaag tcctggccaa gtgggagatc ttcctcttcc tggccatcct 1440 

gctacagcaa ctggagttca gcgtgccgcc gggcgtgaaa gtcgacctga cccccatcta 15o0 

cgggctgacc atgaagcacg cccgctgtga acatgtccag gcgcggctgc gcttctccat 1560 

caactgaaga agacaccacc attctgaggc cagggagcga gtgggggcca gccacgggga 1620 

ctcagccctt gtttctcttc ctttcttttt ttaaaaaata gcagctttag ccaagtgcag 1680 

ggcctgtaat cccagcattt tgggaggcca aggttggagg atcatttgag cccaggagtt 1740 

ggaaagcagc ctggccaaca tagtgggacc ctgtctctac aaaaaaaaaa 1790 
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